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TTCGGCkCGAGAGCTCTTCTCACAGGA^ 

MAY 

70 90 no 

GTCCCCGCACCGGGCTACCAGCCCACC^^ 

VPAPGYQ P TYNPTLPYYQPI 

130 150 170 

CCGGGCGGGCTCAAOSTGGGAATGTCTGTTO^ 

PGGLNVGMSVYIQGVASEH M 

190 210 230 

AAGOSGTTCTTCGTGAACTTTGTGGTT^ 

KRFFVNFV VGQDPGSDVAFH 

250 270 290 

TTCAATCCGCGGTTTGACGGCTGGGACAAGGra 

FNPRFDGWDKVVFN TLQGGK 

310 330 350 

TGGGGCAGCGAGGAGAGGAAGAGGAGCATGCCCTTCT^ 

WGSEERK RSMPFKKGAAFEL 

370 390 410 

GTCTTCATAGTCCTGGCTGAGCACTACAAGGTGX3 

VFIVLAEHYKVVV NGNPFYE 
430 450 470 

TACGGGCACCGGCTTCCCCTACAGATGGTCACCCACCTGCAAGTGGATGGGGATCTGCAA 
YGHRLPLQMV THLQVDGDLQ 

490 510 530 

CTTCAATCAATCAACTTCATCGGAGGCCAGCCCCTCCGGCCC 

LQSINFIGGQPLRPQGPPMM 

550 570 590 

CCACCTTACCC^I^TCCCGGACATTGCCAT^^ 

PPYPGPGHCHQQLNSLPTME 
610 630 650 

GGACCCCCAACCTTCAACCCGCCTGTGCCATATTTCGGGAGGCTGCAAGGAGGGCTCACA 
GPPTFNPPVPYFGRLQGGLT 

670 690 710 

GCTCGAAGAACCATCATCATCAAGGGCTATGTGCCTCCCACAGGCAAG 
ARRT I I I KGYVP PTG K S FA I 

730 750 770 

AACTTCAAGGTGGGCTCCTCAGGGGACATAGCTCTGCACATTAATCCCCGCATGGGCAAC 
NFKVGSSGDIALHINPRMGN 

790 810 830 

GGTACCGTGGTCCGGAACAGCCTTCTGAATGGCTCGTGGGGATCCGAGGAGAAGAAGATC 
GTVVRNSLLNGSWGSEEKKI 

850 870 890 

ACCCACAACCCATTTGGTCCCGGACAGTTCTTTGATCTG 

THN PFG PGQFFDLSIRCGliD 

910 930 950 

CGCTTCAAGGTTTACGCCAATGGCCAGCACCTCTTTGACTT^ 

RFKVYANGQHLFDFAHRLSA 
970 990 1010 

TTCCAGAGGGTGGACACATTGGAAATCCAGGGTGATGTCACCTTGTCCTATGTCCAGATC 
FQRVDTLEIQGDVTLSYVQI 
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TAATCTATTCCTGGGGCCATAACTCATGGGAAAACAG^^TTATCC 

1090 mo H30 

TAAGCCCCTAATAAAATGTCTGAGGGTGTCTCATGAAAAAAAAAAAAAAAAA 
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AGAGGCGGCGGAGAGATGGCCTTCAGCGGTTCCCAGGCT^ 

MAFSGSQAPYLSPAV 
70 90 no 

CCCTTTTCTGGGACTATTC^ 

PFSGTIQGGLQDGLQITVNG 
130 150 170 

ACCGTTCTCAGCTCCAGTGGAACCAGGTTTGCTGTC 

TVLSSSGT RFAVNFQTGFSG 

190 210 230 

AATGACATTGCCTTCCACTTCAACCXrT^ 

NDIAFHFNPRFEDGGYVVCN 
250 270 290 

ACGAGGCAGAACGGAAGCTGGGGGCCCGAGGAGAGGAAGACAGACATGCC^ 

TRQNGSWGPEERKTHMPFQK 

310 330 350 

GGGATGCCOTTTGACCTCTGCTTCC^ 

GMPFDLCFLVQSS DFK VMVN 
370 390 410 

GGGATCCTCTTCGTGCAGTACTTCCACCGCGTGCCCTTCCACCGTGTG 

GILFVQYFHRVPFHRVDTIS 
430 450 470 

GTCAATGGCTCTGTGCAGCTGTCCTACATCAGCTTCCA 

VN.G S VQ L S Y I S FQ TQTVI HT 

490 510 530 

GTGCAGAGCGCCCCTGGACAGATGTTCTCTACTCCCGC 
-VQ. SA PGQMFSTPAI PPMMYP 
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CACCCCGCCTATCCGATGCCTTTCATCACCACCATTCTGG^ 

HPAYPMPFITTILGGLYPSK 

6 1° 630 650 

TCCATCercCTGTCAGGCACTGTCCTGCCCAGTGCT^ 

SILLS G TVLPSAQRFHINLC 
670 .; - 690 710 

TCTGGGAACCACATCGCCTTCCACCTGAACCCCCGTTTTGATGAGAATGCTC 
SGNHIAFHLNPRFDENAVVR 
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AACACCCAGATCGACAACTCCTGGGGGTCTGAGGAGCGAAGTCTGCCCCGAAAAATGCCC 
NTQXDNSWGSEERSLPRKMP- 
790 810 8 3o 

TTCGTCCGTGGCCAGAGCTTCTCAGTGTGGATCTTGTGTGAAGCTC 

FVRGQSF SVWILCEAHCLKV 
850 870 890 

GCCGTGGATGGTCAGCACCTGTTTGAATACTACCATCGCCTGAGGAACCTGCCCACCATC 
AVDGQHLFEYYHRLRNLPTI 
910 * 930 950 

AACAGACTGGAAGTGGGGGGCGACATCCAGCTGACX^CATGTGCAGACATAGGCGGCTTCC 
NRLEVGGDIQLTHVQT* 
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TGGCCCTGGGGCCGGGGGCTGGGGTGTGGGGCAGTCTGGGTCCTC 

1030 1050 1070 

CCCAGGCCCAGCCTTTCCAACCCTGCCTGGGATCTGGGCTTTAATGCAGAGGCCATGTCC 
1090 mo H30 

TTGTCTGGTCCTGCTTCTGGCTACAGCCACCCTGGAA^ 
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AAGAAATGAAAATGCTTGTTGGCAAAAAAAAAAAAAAAAAAAAAA 
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TIPDQLDPGTLIVIRGHVPS 
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D A D R FQVDLQN. GSSVKP * rT 

310 330 350 

GTGGCCTTTCATTTCAATCCTCX3TTTCAAA 

V AFHFNPRFKRAGCIVCNTL- 
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ATAAATGAAAAATGGGGACXX^AAGAGATCACCTATGACACX 

INEKWGREEITYDTPFKREK 
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TCTTTTGAGATCGTGATTATGGTGCTAAAGGACAAATTC^ 

S F E , 0 J vi mvlkdkfqvavngk 

490 510 530 

CATACTCTGCTCTATGGCCACAGGATCGGCCCAGAGAAAA 

htllyghrigpekidtlgiy 

550 570 590 

ggcaaagtgaatattcac^tcaattggttttagct^ 

GKVNIHSIGFSFSSDLQSTO 
610 630 650 

gcatctagtctggaactgacagagatagttagagaaaatgttccaaagtctggcac^ 

A SSLEL. TEIVRENVPKSGTP 
670 690 710 

CAGCTTAGCCTGCCATTCGCTGCAAGGTTGAACACCCCCATGGGCCCTGG 

QLSLPFAARLNTPMGPGRTV 
730 7 5 o 77Q 

GTCGTTAAAGGAGAAGTGAATGCAAATGCCAAAAGCTTTAATGTTC 

VVKGEVNANAKSFNVDLLAG- 

790 810 830 

AAATCAAAGGATATTGCTC^ACACTTGAACCG 

KSKDIALHLNPRLNIKAFVR 

850 870 ago 

AATTCTTTTCTTCAAGAGTCCTGGGGAGAAGAAGAG 

NSFLQES WGEEERNITAFPF 
910 930 950 

AGTCCTGGGATGTACTTTGAGATGATAATTTATTGTGATGTTAGAGAATTCAA 

S PGMYFEMIIYCDVRE FKVA 

970 990 1010 

GTA^TC^GTACACAGCCTGGAGTACAAACACAGATTTAAAGAGCTC^ 

VNGVHSLEYKHRFKELSSID 

1030 1050 , 1070 

ACGCTGGAAATTAATGGAGACATCCAC^^ 

TLEINGDIHLLEVRSW * 
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ACAGCTGCTACAAAAACCAAAATACAGAATGGC^ 

H50 H70 H90 

CATCTCACTGTCATTCTATTGTTTATATTGTT 

1210 1230 1250 

GCTCGGTGOTCTCAGTCCTTGCC^TGAAGTAT^ 

1270 1290 1310 

TGGGGGCAGCAAC^CTTATAGCCAGTTAAAGCX^^ 

1330 1350 1370 

ACTCTTCAAGAATGCCATTCAACAAGTATTTATGGA 

1390 1410 1430 

ATGTATTGAGCACA.GATTTTTTTGGTAAACCT^ 

1450 1470 
AAACCAGAATGTCXJTGTCCOTTGAAAAAAAAAAAAAA^ 
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ACACCAGTCT'rTGGGGCCAGTGCCTCAGTTTCAATCCAGGTAACCTTTAAATGAAACTTG 
CCTAAAATCTTAGGTCATACACAGAAGAGACTCCAATCGACAAGAAGCTGGAAAAGAATG 

M 

ATGTTGTCCTTAAACAACCTACAGAATATCATCTATAACCCGGTAATCCCGTTTGTTGGC 
MLSLNNLQN I IYNPVI PFVG 

AC C ATTC C TGATC AG CTGG ATC C TGG AAC TTTG ATTGTG ATACGTGGGC ATGTTC CTAG T 
TIPDQLDPGTLIV IRGHVPS 

GACGCAGACAGATTCCAGGTGGATCTGCAGAATGGCAGCAGCATGAAACCTCGAGCCGAT 
DADRFQVDLQNGS SMKPRAD 

GTGGCCTTTCATTTCAATCCTCGTTTCAAAAGGGCCGGCTGCATTGTTTGCAATACTTTG 
VA FHFN PRFKRAGC IVCNTL 

ATAAATGAAAAATGGGGACGGGAAGAGATCACCTATGACACGCCTTTCAAAAGAGAAAAG 
INEKWGREEITYDTPFKREK 

TCTTTTGAGATCGTGATTATGGTGCTGAAGGACAAATTCCAGGTGGCTGTAAATGGAAAA 
SFEIVIMVLKDKFQVAVNGK 

CAT AC TCTGC TCT ATGGC C AC AGG ATC GGC C C AG AG AAAAT AG AC AC TC TGGGC ATTTAT 
HTLLYGH RIGPEKIDTLGIY 

GGCAAAGTGAATATTCACTCAATTGGTTTTAGCTTCAGCTCGGACTTACAAAGTACCCAA 
GKVNIHS IGFSFSSD.LQSTQ 

GCATCTAGTCTGGAACTGACAGAGATAAGTAGAGAAAATGTTCCAAAGTCTGGCACGCCC 
ASSLELTEISRENVPKSGTP 

CAGCTTGTGAGTATTTTTGCCTGGGTTATTTCATGTGGAATATTTTATAAAGTTGCATAG 
Q L V S I F A-.'-.W VISCGIFYKVA* 

AAAATGAACAGTTTAAACCGTGGAGGGCAGCTTCATTCATTCCATTCCTTACTGTAGAAC 
TGTTTCCCTACAGCCTAGTAATAGAGGAGGAGACATTTCTAAAATCGCACCCAGAACTGT 
CTACACCAAGAGCAAAGATTCGACTGTCAATCACACTTTGACTTGCACCAAAATACCACC 
T ATG AAC T ATGTGTC AAAGGGTTTG AAG AGC AC C AAATTTTC TT AAC TC TATAT AAAAAT 
T AAGTTGT AATG AGC TGTT AC G AGT AAC C TGTATC C AC AAT AG AGGC C C AAAGC AGC CCC 
C TC TGC ATTTGTG TGC CGTC C C TGG AC GG ATTC GAG AGTCAACCAGGC C TGCCTCTG AGC 
CATTTCTGTGTATTTCCTCAGCACCTCCCTGCTTGGCTGCTTCCCCTTCAGGCAGAACAC 
AGTACTGCCTCAGACCCCAGGCACAGGGGGCCTTCCTGGCGTGTTTCACTCATACAGAGG 
GC ATCGGGTC CC AC CC TGTC ACTC ATTTC ATCGTCT AAAATGT AATC ATGTGTGTTTGC T 
TCGAGCCAGGGACAGTGCTGCTGCAGGGGACCCAGCTGGGACCAAGGCAGACTGTCTCTC 
C C C TC C TGGGATTT AC AGGGTC ATGGC TC TGAAAC ATTC CGTAGTGTTC TTTGG AC ACG A 
GTTTTCCCTGGAGATCGCTTTCTGCAGGCTCTTGGTCCTGACTGTGGCTTCTTTTCAGAG 
GCTGCCATTTCGCTGCAAGGTTGAACACCCCCATGGGCCCTGGACGAACTGTCGTCGTTA 
AAGGAGAAGTGAATGCAAATGCCAAAAGCTTTAATGTTGACCTACTAGCAGGAAAATCAA 
AGG AT ATTGC TC TAC ACTTG AACC C AC GC C TG AAT ATT AAAGC ATTTGT AAG AAATTC TT 
TTCTTCAGGAGTCCTGGGGAGAAGAAGAGAGAAATATTACCTCTTTCCCATTTAGTCCTG 
GGATGTACTTTGAGATGATAATTTATTGTGATGTTAGAGAATTCAAGGTTGCAGTAAATG 
GCGTACACAGCCTGGAGTACAAACACAGATTTAAAGAGCTCAGCAGTATTGACACGCTGG 
AAATTAATGGAGACATCCACTTACTGGAAGTAAGGAGCTGGTAGCCTACCTACACAGCTG 
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CTACAAAAACCAAAATACAGAATGGCTTCTGTGATACTGGCCTTGCTGAAACGCAAAAAA 
AAAAAAAAAAAAAAAA 
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